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Abstract

The purpose of this study is to investigate poultry red mite(Dermanyssus gallinae)
contamination and mediating diseases that cause economic losses on farms in Incheon. We
collected poultry red mite through corrugated traps to confirm the number, and used
polymerase chain reaction(PCR) to check for the presence of five pathogens: avian pathogenic
E. coll, Salmonella pullorum, Salmonella gallinarum, Mycoplasma gallisepticum/synoviae, and
avian poxvirus. As a result, most farms had grade II contamination, and five pathogens were
not detected. However, in the case of farms located in Baengnyeongdo, contamination of
poultry red mites was confirmed in grade IV, and avian poxvirus genes were detected.
Therefore, the possibility that avian poxvirus are prevalent cannot be ruled out, and it is
necessary to reduce the density of poultry red mites through cleaning, washing, and
eco-friendly pest control.
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Table 1. Standard for contamination of pouliry red mite

Grade Number of poultry red mite
| 0
II < 150
III 151 ~ 500
IV > 501
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Table 2. PCR condition for amplifying(Weil, 2004)

Step PCR condition
Initial denaturation 94 °C, 5 m
denaturation 40 94 °C, 20 s
annealing 55 °C, 30 s
. cycles .
extention 72 °C, 40 s
final extention 72 °C, 5m
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Fig. 1. Dermanyssus gallinae
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Table 3. Contamination level of poultry red mite
Grade Farms Rate(%)

I - 0

II 14 93.3

I - 0

IV 1 6.7
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Fig. 2. PCR amplication of avian poxvirus.
M, 100bp size marker; N, negative
control: 1-3 and 6, avian poxvirus
isolates(576bp)

WAEF 57h BA Wb AE Aol &



WAAS Hsd g=r] 29 2 ) 29 i*}l

ol

NHE

[o

3

21'4

RI oft off mx fot

Qo NE
VA
é%értr
X

4
(M
N

OE
Y
Y
e 18
>
e
s
ox
ofl
qr
A

rr
"
o
i
i
o

~ OH -

X
0

o
"
L o
ox
>

4o
o
2

f
e
o

BN Ao

AGAY =L ALY AAY
HA ol ARl E
Aot A& -

i
rr

)
P
NE
offt
e
ofo
(o3
0L =2
o

™ o

N
N
i

o MR e
riot
o
ok
Y
N
il
_|>:,
oo
P,ﬂ
£

o ML 1o

=

>

=

il

)
)
oy
o
QL
2
oy
A

of
\{

g M
N
o
X
N
e

WM o

o J
L
Moo off o X N fUoux 24

UNE
o o

Lo o Ul pux pd 9t
0
™
[r
N,
Jo
o
filo
-+
M\
o
ok
R
ol
k1
4 of

el
°
o,
ol
flo
>
S
ol
ol
£
o
o
=
O

e e 12 e
>
=
r?
i
)
o ¢
n
W
N2
ofy
N
o 7 to
o,

FAEFA AAAN ELS oSk H
s

Aer]e] ed= 9 v/ AWE ZAEH] 9
3, AHAYG FAFH15E) HIAETE A
Hatel 1 & Fetsta 5% AW A
AAS AAEgT. 1 A3 14 5 g3
7] 295 NIEAE glFien, gX=
Z1ZREH HYdudT T 5%y AEHE A
Z52 FUtt W, WMHE A AEA F
Ao AL GREY] 2dE NOGARE 249 A
=71 w9 AZe FFEoln HI=r)oA Al
T AR AFel Hol 4 W AFU R
AsNAE 7HeHE AT 5 o

1 =Rd3stusgels (2016, =AYk,

. Abdigoudarzi, M.,

. Chikuba, T., Itou, H.,

. Maurer, V.,

Mirafzali, M.S.,
Belgheiszadeh, H. (2013). Human
infestation  with  Dermanyssus  gallinae
(Acari: Dermanyssidae) in a family
referred with pruritus and skin lesions.
Journal of Arthropod-Borne Diseases, 8(1),
119-123.

. Chauve, C. (1998). The poultry red mite

Dermanyssus — gallina€De  Geer, 1778):
current situation and future prospects for
control.  Veterinary  Parasitology, 79,
239-245.

Sakakibara, H.,
Inoue, D. (2008). Detection of fowlpox
virus from red mite (Dermanyssus gallinae)
at a layer farm occurring cutaneous
fowlpox. Journal of the Japanese Society

on Poultry disease, 44, 113-117.

. Hamidi, A., Sherifi, K., Muji, S., Behluli, B.,

Latifi, F., Robaj, A., Postoli, R., Hess, C.,
Hess, M.,  Sparagano, O. (201D).
Dermanyssus gallinae in layer farms in
Kosovo: a high risk for salmonella
prevalence. Parasites and Vactors, 4, 136.
Baumgartner, J.  (1992).
Temperature influence on life table
statistics of the chicken mite Dermanyssus
gallinae (Acari: Dermanyssidae).
Experimental and Applied Acarology, 15,

27-40.

. Moro, C.V., De Luna C.J.,, Tod, A., Guy,

J.H., Sparagano, O.A., Zenner, L. (2009).
The poultry red mite (Dermanyssus
gallinae): a potential vector of pathogenic
agents. Experimental and Applied
Acarology, 48, 93-104.

. Sparagano, O., Pavlicevic, A., Murano, T.,

Camarda, A., Sahibi, H., Kilpinen, O., Mul,
M., Emous, R.V., Bouquin, S., Hoel, K,



% g egm 9o 4y a2

Cafiero, M.A. (2009). Prevalence and key
figures for the poultry red mite
Dermanyssus gallinae infections in poultry
farm systems. Experimental and Applied
Acarology, 48, 3-10.

. Weli, S.C., Traavik, T., Tryland, M.,
Coucheron, D.H., Nilssen, O. (2004).
Analysis and comparison of the 4b core
protein gene of avipoxviruses from wild
birds: evidence for interspecies spatial
phylogenetic ~ variation,  Archives  of
Virology, 149, 2035-2046.



